Estimation of Helical Content
The percent of helical structure in the 21 residue helical peptide was calculated from the molar ellipticity at 222 nm, [θ] Where n is the number of residues in the peptide and T is the temperature in °C.
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Figure S1: (A) CD spectra of Y126W-CTL9 at 20 °C in 20 mM acetate buffer at pH 5.0 (blue) and in the same buffer with 9.5 M urea (red). (B) CD spectra of Y126W-CTL9 at 20 °C in 20 mM tris buffer at pH 7.5 (blue) and in the same buffer with 9.5 M urea (red). (C) CD spectra of Y126W/H144MSe-CTL9 at 20 °C in 20 mM acetate buffer at pH 5.0 (blue) and in the same buffer with 9.5 M urea (red). (D) CD spectra of Y126W/H144MSe-CTL9 at 20 °C in 20 mM tris buffer at pH 7.5 (blue) and in the same buffer with 9.5 M urea (red). (E) CD spectra of Y126W/H144M-CTL9 at 20 °C in 20 mM acetate buffer at pH 5.0 (blue) and in the same buffer with 9.5 M urea (red). (F) CD spectra of Y126W/H144M-CTL9 at 20 °C in 20 mM tris buffer at pH 7.5 (blue) and in the same buffer with 9.5 M urea (red). The protein concentration in all samples was 25 μM. A B
